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The development of chronic diseases, such as chronic obstructive pulmonary disease
(COPD), is influenced by early life risk factors, including smoking, environmental
exposures, genetic factors, and their interactions across the lifespan [1]. MicroRNAs
(miRNAs) are small non-coding RNA molecules that regulate gene expression and
have been implicated in various biological processes and diseases [2]. In this work,
we aim to uncover the circulating plasma miRNA signature of smoking in individuals
with and without COPD, to better understand the molecular mechanisms underly-
ing the effects of smoking and its role in COPD development. We have generated
a smallRNA-seq dataset from current and former smokers from a obserbational,
case-control COPD cohort, and we have applied data-driven and machine learn-
ing methods to retrieve a signature of circulating miRNAs associated with smoking
habits and disease progression. Preliminary results show that the miRNA signature
of smoking is different between individuals with and without COPD, suggesting that
smoking may have distinct effects on miRNA expression in these two groups. Ad-
ditionally, we have identified significant differences associated with the interaction
between self-reported sex and smoking habits, indicating that the miRNA signa-
ture of smoking may also differ between male and female participants. Finally, we
found that the combined use of clinical and demographic variables with the miRNA
signature of smoking improves the classification performance of machine learning
models. Future work will focus on the validation of the miRNA signatures in inde-
pendent, population-based cohorts, and the development of computational methods
for the integration of miRNA data with other omics datasets to further characterise
the molecular mechanisms underlying the development of COPD, specially in young
individuals.
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Figure 1: Overview of the study design and preliminary results.
Acknowledgments

This work would not have been possible without the help of Alejandro Torvisco-Tello
and Sandra Casas-Recasens, fellows from the IDIBAPS center, for their help with
the sample processing and extraction crucial for the miRNA dataset generation. We
also thank Alvar Agusti from the IDIBAPS center for his help with the design of the
study and mentoring. This work is supported by the European Research Council
(ERC, GA N® 101044387), the PACOPD project funded by the Spanish Ministry of
Science and Innovation (PMP21/00090), and the FI-.AGAUR 2025 fellowship from
the Generalitat de Catalunya (expedient N© 00304).

Xavier Benedicto (he/him) received a M.Sc. degree in Bioin-
formatics and Computational Biology from the Autonomous Uni-
versity of Madrid (UAM), Spain, in 2024. He is currently a Ph.D.
student at the Barcelona Supercomputing Center (BSC) and the
University of Barcelona (UB), Spain, where he is also a member
of the Institut d’Investigacions Biomediques August Pi i Sunyer
(IDIBAPS) center. His research is tutored by Alfonso Valencia,
from the Computatinal Biology group at BSC, and Rosa Faner,
from the Inflammation and Repair in Resporatory Diseases group
at IDIBAPS. His research interests include the understanding
of early life risk factors in the development of chronic diseases,
namely COPD, by the analysis of high-throughput omics data
and the development of computational methods for biomarker
discovery. In his free time, he enjoys coffee, swimming, and cross-
words/sudokus.




	Tots abstracts.pdf
	benedicto, xavier_uncovering_the_circulating_plasma_mirna_signature_of_smoking


